[Characterization of trimethoprim resistance in Shigella].
Ninety-seven Shigella strains from 1982 to 1987 were isolated. When these isolates were tested with minimal inhibitory concentrations of trimethoprim, twenty-two were found to be resistant. Among these, 10 were found to be S. flexneri, and 12 to be S. sonnei. In addition, all of these 22 isolates were found to have multiple drug resistance. In order to determine the type of dihydrofolate reductase (DHFR) genes in these 22 trimethoprim-resistant isolates, colony hybridization with probes representing types I, II, III and V DHFR, were used. The results revealed the presence of type I DHFR gene in all of these isolates. Further southern hybridization indicated that the type I DHFR gene was located on plasmids. In order to determine whether a trimethoprim resistant gene existed as a functional transposable element in these isolates, we used a specific probe to detect the prevalence of Tn7. However, no positive hybridization was found. The relationship between the trimethoprim resistant gene and integron is characterized by the fact that the integrase gene, in our study, was frequently found in all of the 22 resistant isolates. These results indicate that trimethoprim resistant genes might transfer among bacteria via site-specific integration.